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Specimen:Fluid /Plasma /None (Fresh) /Normal /
Piatforms:_Protein - 1D/2D gels /

Platforms_Protein - 1D/2D gels /

Jiang L. He L, Fountoulakis M

Discuss
Cormparison of protein precipitation methods for sample preparation prior to proteornic analysis.

J Chromatogr A 2004 Vol 1023 Page 317
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Specimen:Fluid /Plasma /None (Fresh) /None /
Platforms. Protein - 1D/2D gels /

Results of 2D analysis indicated no significant difierences in the electrophoretic

patterns of samples with reference to the method of protein purification compared to

untreated controls. Although protein recovery was adequate for analysis, yields
Discuss
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Huinink KD, Venema K., Roelofsen H, Korf 1 Discuss

In vitro sampling and storage of proteins with an ultrafiltration collection device (UCD) and
analysis with absorbance spectrometry and SELDITOF-MS.

Analyst 2005 Mol. 130 Page 1168
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Specimen:Fluid /Serum /None (Fresh) /None /
Platforms Protein - SELDLTOF Mass Spectrometry /

Of the B4 peaks detected by SELDITOF-MS analysis, B difiered significantly in

intensity among ulrafitered and nonfilered serum samples. Thus, the authors conclude

that the UCD holds promise for the in vivo continuous monitaring of blood proteins.
Discuss
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Shi SR, Imam SA, Young L, Cote R, Taylor CR Discuss

Antinan ratrieval immimohistochamictry tindar tha influanca of nH nisinn monaclanal antiknriss
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